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<210> 1 

<211> 41 

<212> PRT 

<213> Homo sapiens 

<400> 1 



Thr Pro Leu Gly 


Pro 


Lys 


Trp 


Pro 


Glu 


Pro 


Val 


Phe Gly Arg 


Leu 


Ala 


1 




5 










10 








15 




Ser Pro Gly 


Phe 


Pro 


Gly 


Glu 


Tyr 


Ala 


Asn Asp Gin Glu Arg Arg Trp 




20 










25 








30 






Thr Leu Thr 


Ala 


Pro 


Pro 


Gly 


Tyr 


Arg 


















35 










40 












<210> 2 


























<211> 686 


























<212> PRT 


























<213> Homo sapiens 






















<400> 2 


























Met Arg Leu 


Leu 


Thr 


Leu 


Leu 


Gly 


Leu 


Leu 


Cys 


Gly Ser 


Val 


Ala 


Thr 


1 




5 










10 








15 




Pro Leu Gly 


Pro 


Lys 


Trp 


Pro 


Glu 


Pro 


Val 


Phe 


Gly Arg 


Leu 


Ala 


Ser 




20 










25 








30 






Pro Gly Phe 


Pro 


Gly 


Glu 


Tyr 


Ala 


Asn 


Asp 


Gin 


Glu Arg 


Arg 


Trp 


Thr 


35 










40 








45 








Leu Thr Ala 


Pro 


Pro 


Gly 


Tyr 


Arg 


Leu 


Arg 


Leu 


Tyr Phe 


Thr 


His 


Phe 


50 








55 










60 








Asp Leu Glu 


Leu 


Ser 


His 


Leu 


Cys 


Glu 


Tyr 


Asp 


Phe Val 


Lys 


Leu 


Ser 


65 






70 










75 








80 


Ser Gly Ala 


Lys 


Val 


Leu 


Ala 


Thr 


Leu 


Cys 


Gly Gin Glu 


Ser 


Thr 


Asp 






85 










90 








95 




Thr Glu Arg 


Ala 


Pro 


Gly 


Lys 


Asp 


Thr 


Phe 


Tyr 


Ser Leu 


Gly 


Ser 


Ser 




100 










105 








110 







2 



Leu 


Asp 


He 


Thr 


Phe 


Arg 


Ser 


Asp 


Tyr 


Ser 


Asn 


Glu 


Lys 


Pro 


Phe 


Thr 






115 










120 










125 








Gly 


Phe 


Glu 


Ala 


Phe 


Tyr 


Ala 


Ala 


Glu 


Asp 


He 


Asp 


Glu 


Cys 


Gin 


Val 




130 










135 










140 










Ala 


Pro 


Gly 


Glu 


Ala 


Pro 


Thr 


Cys 


Asp 


His 


His 


Cys 


His 


Asn 


His 


Leu 


145 










150 










155 










160 


Gly Gly 


Phe 


Tyr 


Cys 


Ser 


Cys 


Arg 


Ala 


Gly 


Tyr 


Val 


Leu 


His 


Arg 


Asn 










165 










170 










175 




Lys 


Arg 


Thr 


Cys 


Ser 


Ala 


Leu 


Cys 


Ser 


Gly 


Gin 


Val 


Phe 


Thr 


Gin 


Arg 








180 










185 










190 






Ser Gly 


Glu 


Leu 


Ser 


Ser 


Pro 


Glu 


Tyr 


Pro 


Arg 


Pro 


Tyr 


Pro 


Lys 


Leu 






195 










200 










205 








Ser 


Ser 


Cys 


Thr 


Tyr 


Ser 


He 


Ser 


Leu 


Glu 


Glu 


Gly 


Phe 


Ser 


Val 


He 




210 










215 










220 










Leu 


Asp 


Phe 


Val 


Glu 


Ser 


Phe 


Asp 


Val 


Glu 


Thr 


His 


Pro 


Glu 


Thr 


Leu 


225 










230 










235 










240 


Cys 


Pro 


Tyr 


Asp 


Phe 


Leu 


Lys 


He 


Gin 


Thr 


Asp 


Arg 


Glu 


Glu 


His 


Gly 










245 










250 










255 




Pro 


Phe 


Cys 


Gly 


Lys 


Thr 


Leu 


Pro 


His 


Arg 


He 


Glu 


Thr 


Lys 


Ser 


Asn 








260 










265 










270 






Thr 


Val 


Thr 


He 


Thr 


Phe 


Val 


Thr 


Asp 


Glu 


Ser 


Gly 


Asp 


His 


Thr 


Gly 






275 










280 










285 








Trp 


Lys 


He 


His 


Tyr 


Thr 


Ser 


Thr 


Ala 


Gin 


Pro 


Cys 


Pro 


Tyr 


Pro 


Met 




290 










295 










300 










Ala 


Pro 


Pro 


Asn 


Gly 


His 


Val 


Ser 


Pro 


Val 


Gin 


Ala 


Lys 


Tyr 


He 


Leu 


305 










310 










315 










320 


Lys 


Asp 


Ser 


Phe 


Ser 


He 


Phe 


Cys 


Glu 


Thr 


Gly 


Tyr 


Glu 


Leu 


Leu 


Gin 










325 










330 










335 




Gly His 


Leu 


Pro 


Leu 


Lys 


Ser 


Phe 


Thr 


Ala 


Val 


Cys 


Gin 


Lys 


Asp 


Gly 








340 










345 










350 






Ser 


Trp 


Asp 


Arg 


Pro 


Met 


Pro 


Ala 


Cys 


Ser 


He 


Val 


Asp 


Cys 


Gly 


Pro 






355 










360 










365 








Pro 


Asp 


Asp 


Leu 


Pro 


Ser 


Gly 


Arg 


Val 


Glu 


Tyr 


He 


Thr 


Gly 


Pro 


Gly 




370 










375 










380 










Val 


Thr 


Thr 


Tyr 


Lys 


Ala 


Val 


He 


Gin 


Tyr 


Ser 


Cys 


Glu 


Glu 


Thr 


Phe 


385 










390 










395 










400 


Tyr 


Thr 


Met 


Lys 


Val 


Asn 


Asp 


Gly 


Lys 


Tyr 


Val 


Cys 


Glu 


Ala 


Asp 


Gly 










405 










410 










415 




Phe 


Trp 


Thr 


Ser 


Ser 


Lys 


Gly 


Glu 


Lys 


Ser 


Leu 


Pro 


Val 


Cys 


Glu 


Pro 








420 










425 










430 






Val 


Cys 


Gly 


Leu 


Ser 


Ala 


Arg 


Thr 


Thr 


Gly 


Gly 


Arg 


He 


Tyr 


Gly 


Gly 






435 










440 










445 








Gin 


Lys 


Ala 


Lys 


Pro 


Gly 


Asp 


Phe 


Pro 


Trp 


Gin 


Val 


Leu 


He 


Leu 


Gly 




450 










455 










460 










Gly Thr 


Thr 


Ala 


Ala 


Gly 


Ala 


Leu 


Leu 


Tyr 


Asp 


Asn 


Trp 


Val 


Leu 


Thr 


465 










470 










475 










480 


Ala 


Ala 


His 


Ala 


Val 


Tyr 


Glu 


Gin 


Lys 


His 


Asp 


Ala 


Ser 


Ala 


Leu 


Asp 










485 










490 










495 




He 


Arg 


Met 


Gly 


Thr 


Leu 


Lys 


Arg 


Leu 


Ser 


Pro 


His 


Tyr 


Thr 


Gin 


Ala 








500 










505 










510 






Trp 


Ser 


Glu 


Ala 


Val 


Phe 


He 


His 


Glu 


Gly 


Tyr 


Thr 


His 


Asp 


Ala 


Gly 






515 










520 










525 








Phe 


Asp 


Asn 


Asp 


He 


Ala 


Leu 


He 


Lys 


Leu 


Asn 


Asn 


Lys 


Val 


Val 


He 




530 










535 










540 










Asn 


Ser 


Asn 


He 


Thr 


Pro 


He 


Cys 


Leu 


Pro 


Arg 


Lys 


Glu 


Ala 


Glu 


Ser 


545 










550 










555 










560 


Phe 


Met 


Arg 


Thr 


Asp 


Asp 


He 


Gly 


Thr 


Ala 


Ser 


Gly 


Trp 


Gly 


Leu 


Thr 



J 



565 



Gin 


Arg 


Gly 


Phe 
580 


Leu 


Ala 


Arg 


Asn 


Val 


Asp 


His 
595 


Gin 


Lys 


Cys 


Thr 


Ala 
600 


Arg 


Gly 
610 


Ser 


Val 


Thr 


Ala 


Asn 
615 


Met 


Gly 


Lys 


Asp 


Ser 


Cys 


Arg Gly Asp 


625 










630 






Asp 


Ser 


Glu 


Thr 


Glu 
645 


Arg 


Trp 


Phe 


Ser 


Met 


Asn 


Cys 
660 


Gly 


Glu 


Ala 


Gly 


He 


Asn 


Tyr 
675 


He 


Pro 


Trp 


He 


Glu 
680 





570 








575 




Leu 


Met 


Tyr Val 


Asp 


He 


Pro 


He 


585 








590 






Ala 


Tyr 


Glu Lys 


Pro 
605 


Pro 


Tyr 


Pro 


Leu 


Cys 


Ala Gly 
620 


Leu 


Glu 


Ser 


Gly 


Ser 


Gly 


Gly Ala 
635 


Leu 


Val 


Phe 


Leu 
640 


Val 


Gly 


Gly lie 


Val 


Ser 


Trp Gly 




650 








655 




Gin 


Tyr 


Gly Val 


Tyr 


Thr 


Lys 


Val 


665 








670 






Asn 


He 


He Ser 


Asp 
685 


Phe 







<210> 3 

<211> 2475 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (37) . . . (2094) 



<400> 3 

ctcgtgcaat tcggcacgag gctggacggg cacacc atg agg ctg ctg acc etc 54 

Met Arg Leu Leu Thr Leu 
1 5 

ct 9 99 c ctt ct 9 tgt 99° tc 9 gtg gec acc ccc tta ggc ccg aag tgg 102 
Leu Gly Leu Leu Cys Gly Ser Val Ala Thr Pro Leu Gly Pro Lys Trp 
10 15 20 

cct gaa cct gtg ttc ggg cgc ctg gca tec ccc ggc ttt cca ggg gag 150 
Pro Glu Pro Val Phe Gly Arg Leu Ala Ser Pro Gly Phe Pro Gly Glu 
25 30 35 

tat gec aat gac cag gag egg cgc tgg acc ctg act gca ccc ccc ggc 198 
Tyr Ala Asn Asp Gin Glu Arg Arg Trp Thr Leu Thr Ala Pro Pro Gly 
40 45 50 

tac cgc ctg cgc etc tac ttc acc cac ttc gac ctg gag etc tec cac 246 
Tyr Arg Leu Arg Leu Tyr Phe Thr His Phe Asp Leu Glu Leu Ser His 
55 60 65 70 

etc tgc gag tac gac ttc gtc aag ctg age teg ggg gee aag gtg ctg 2 94 

Leu Cys Glu Tyr Asp Phe Val Lys Leu Ser Ser Gly Ala Lys Val Leu 
75 80 85 

gee acg ctg tgc ggg cag gag age aca gac acg gag egg gee cct ggc 342 
Ala Thr Leu Cys Gly Gin Glu Ser Thr Asp Thr Glu Arg Ala Pro Gly 
90 95 100 

aag gac act ttc tac teg ctg ggc tec age ctg gac att acc ttc cgc 390 
Lys Asp Thr Phe Tyr Ser Leu Gly Ser Ser Leu Asp He Thr Phe Arg 
105 110 115 



4 



tec gac tac tec aac gag aag ccg ttc acg ggg ttc gag gec ttc tat 438 
Ser Asp Tyr Ser Asn Glu Lys Pro Phe Thr Gly Phe Glu Ala Phe Tyr 
120 125 130 

gca gec gag gac att gac gag tgc cag gtg gec ccg gga gag gcg ccc 486 
Ala Ala Glu Asp lie Asp Glu Cys Gin Val Ala Pro Gly Glu Ala Pro 
135 140 145 150 

acc tgc gac cac cac tgc cac aac cac ctg ggc ggt ttc tac tgc tec 534 
Thr Cys Asp His His Cys His Asn His Leu Gly Gly Phe Tyr Cys Ser 
155 160 165 

tgc cgc gca ggc tac gtc ctg cac cgt aac aag cgc acc tgc tea gee 582 
Cys Arg Ala Gly Tyr Val Leu His Arg Asn Lys Arg Thr Cys Ser Ala 
170 175 180 

ctg tgc tec ggc cag gtc ttc acc cag agg tct ggg gag etc age age 6 30 

Leu Cys Ser Gly Gin Val Phe Thr Gin Arg Ser Gly Glu Leu Ser Ser 
185 190 195 

cct gaa tac cca egg ccg tat ccc aaa etc tec agt tgc act tac age 678 
Pro Glu Tyr Pro Arg Pro Tyr Pro Lys Leu Ser Ser Cys Thr Tyr Ser 
200 205 210 

ate age ctg gag gag ggg ttc agt gtc att ctg gac ttt gtg gag tec 726 
lie Ser Leu Glu Glu Gly Phe Ser Val lie Leu Asp Phe Val Glu Ser 
215 220 225 230 

ttc gat gtg gag aca cac cct gaa acc ctg tgt ccc tac gac ttt etc 774 
Phe Asp Val Glu Thr His Pro Glu Thr Leu Cys Pro Tyr Asp Phe Leu 
235 240 245 

aag att caa aca gac aga gaa gaa cat ggc cca ttc tgt ggg aag aca 822 
Lys lie Gin Thr Asp Arg Glu Glu His Gly Pro Phe Cys Gly Lys Thr 
250 255 260 

ttg ccc cac agg att gaa aca aaa age aac acg gtg acc ate acc ttt 870 
Leu Pro His Arg lie Glu Thr Lys Ser Asn Thr Val Thr lie Thr Phe 
265 270 275 

gtc aca gat gaa tea gga gac cac aca ggc tgg aag ate cac tac acg 918 
Val Thr Asp Glu Ser Gly Asp His Thr Gly Trp Lys lie His Tyr Thr 
280 285 290 

age aca gcg cag cct tgc cct tat ccg atg gcg cca cct aat ggc cac 966 
Ser Thr Ala Gin Pro Cys Pro Tyr Pro Met Ala Pro Pro Asn Gly His 
295 300 305 310 

gtt tea cct gtg caa gee aaa tac ate ctg aaa gac age ttc tec ate 1014 
Val Ser Pro Val Gin Ala Lys Tyr lie Leu Lys Asp Ser Phe Ser lie 
315 320 325 

ttt tgc gag act ggc tat gag ctt ctg caa ggt cac ttg ccc ctg aaa 1062 
Phe Cys Glu Thr Gly Tyr Glu Leu Leu Gin Gly His Leu Pro Leu Lys 
330 335 340 



tec ttt act gca gtt tgt cag aaa gat gga tct tgg gac egg cca atg 1110 
Ser Phe Thr Ala Val Cys Gin Lys Asp Gly Ser Trp Asp Arg Pro Met 
345 350 355 

ccc gcg tgc age att gtt gac tgt ggc cct cct gat gat eta ccc agt 1158 
Pro Ala Cys Ser lie Val Asp Cys Gly Pro Pro Asp Asp Leu Pro Ser 
360 365 370 

ggc cga gtg gag tac ate aca ggt cct gga gtg ace ace tac aaa get 1206 
Gly Arg Val Glu Tyr lie Thr Gly Pro Gly Val Thr Thr Tyr Lys Ala 
375 380 385 390 

gtg att cag tac age tgt gaa gag acc ttc tac aca atg aaa gtg aat 1254 
Val lie Gin Tyr Ser Cys Glu Glu Thr Phe Tyr Thr Met Lys Val Asn 
395 400 405 

gat ggt aaa tat gtg tgt gag get gat gga ttc tgg acg age tec aaa 13 02 

Asp Gly Lys Tyr Val Cys Glu Ala Asp Gly Phe Trp Thr Ser Ser Lys 
410 415 420 

gga gaa aaa tea etc cca gtc tgt gag cct gtt tgt gga eta tea gee 13 50 

Gly Glu Lys Ser Leu Pro Val Cys Glu Pro Val Cys Gly Leu Ser Ala 
425 430 435 

cgc aca aca gga ggg cgt ata tat gga ggg caa aag gca aaa cct ggt 13 98 

Arg Thr Thr Gly Gly Arg lie Tyr Gly Gly Gin Lys Ala Lys Pro Gly 
440 445 450 

gat ttt cct tgg caa gtc ctg ata tta ggt gga acc aca gca gca ggt 1446 
Asp Phe Pro Trp Gin Val Leu He Leu Gly Gly Thr Thr Ala Ala Gly 
455 460 465 470 

gca ctt tta tat gac aac tgg gtc eta aca get get cat gee gtc tat 14 94 

Ala Leu Leu Tyr Asp Asn Trp Val Leu Thr Ala Ala His Ala Val Tyr 
475 480 485 

gag caa aaa cat gat gca tec gee ctg gac att cga atg ggc acc ctg 1542 
Glu Gin Lys His Asp Ala Ser Ala Leu Asp He Arg Met Gly Thr Leu 
490 495 500 

aaa aga eta tea cct cat tat aca caa gee tgg tct gaa get gtt ttt 1590 
Lys Arg Leu Ser Pro His Tyr Thr Gin Ala Trp Ser Glu Ala Val Phe 
505 510 515 

ata cat gaa ggt tat act cat gat get ggc ttt gac aat gac ata gca 1638 
He His Glu Gly Tyr Thr His Asp Ala Gly Phe Asp Asn Asp He Ala 
520 525 530 

ctg att aaa ttg aat aac aaa gtt gta ate aat age aac ate acg cct 1686 
Leu He Lys Leu Asn Asn Lys Val Val He Asn Ser Asn lie Thr Pro 
535 540 545 550 

att tgt ctg cca aga aaa gaa get gaa tec ttt atg agg aca gat gac 1734 
He Cys Leu Pro Arg Lys Glu Ala Glu Ser Phe Met Arg Thr Asp Asp 
555 560 565 

att gga act gca tct gga tgg gga tta acc caa agg ggt ttt ctt get 1782 
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lie Gly Thr Ala Ser Gly Trp Gly Leu Thr Gin Arg Gly Phe Leu Ala j 
570 575 580 

aga aat eta atg tat gtc gac ata ccg att gtt gac cat caa aaa tgt 1830 
Arg Asn Leu Met Tyr Val Asp lie Pro lie Val Asp His Gin Lys Cys ' 
585 590 595 

act get gca tat gaa aag cca ccc tat cca agg gga agt gta act get 1878 
Thr Ala Ala Tyr Glu Lys Pro Pro Tyr Pro Arg Gly Ser Val Thr Ala 

600 605 610 .... 

aac atg ctt tgt get ggc tta gaa agt ggg ggc aag gac age tgc aga 1926 
Asn Met Leu Cys Ala Gly Leu Glu Ser Gly Gly Lys Asp Ser Cys Arg 
615 620 625 630 

ggt 9^c age gga ggg gca ctg gtg ttt eta gat agt gaa aca gag agg 1974 
Gly Asp Ser Gly Gly Ala Leu Val Phe Leu Asp Ser Glu Thr Glu Arg 
635 640 645 

tgg ttt gtg gga gga ata gtg tec tgg ggt tec atg aat tgt ggg gaa 2 022 

Trp Phe Val Gly Gly lie Val Ser Trp Gly Ser Met Asn Cys Gly Glu 
650 655 660 

gca ggt cag tat gga gtc tac aca aaa gtt att aac tat att ccc tgg 2070 
Ala Gly Gin Tyr Gly Val Tyr Thr Lys Val lie Asn Tyr He Pro Trp 
665 670 675 

ate gag aac ata att agt gat ttt taacttgcgt gtctgcagtc aaggattctt 2124 
He Glu Asn He He Ser Asp Phe 
680 685 

catttttaga aatgcctgtg aagaccttgg cagegaegtg gctcgagaag cattcatcat 2184 

tactgtggac atggcagttg ttgctccacc caaaaaaaca gactccaggt gaggctgetg 2244 

tcatttctcc acttgecagt ttaattccag ccttacccat tgactcaagg ggacataaac 2 304 

cacgagagtg acagtcatct ttgcccaccc agtgtaatgt cactgctcaa attacatttc 2364 

attaccttaa aaagccagtc tcttttcata ctggctgttg gcatttctgt aaactgcctg 2424 

tccatgctct ttgtttttaa acttgttctt attgaaaaaa aaaaaaaaaa a 2475 

<210> 4 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Glu Tyr Ala Asn Asp Gin Glu Arg 
1 5 

<210> 5 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Lys Pro Phe Thr Gly Phe Glu Ala 
1 5 



<210> 6 



7 



<211> 679 
<212> PRT 
<213> Homo sapiens 



<400> *6 

His Thr Val Glu 
1 

Tyr Pro Asp Ser 
20 

Val Pro Asp Gly 
35 

Glu Ser Ser Tyr 
50 

Asp Gin Val Leu 
65 

Gin Thr Pro Gly 

lie Thr Phe Arg 
100 

Asp Ala His Tyr 
115 

Asp Glu Glu Leu 
130 

Tyr Tyr Cys Ser 
145 

Thr Cys Arg Val 

Val He Thr Ser 
180 

Cys Leu Tyr Thr 
195 

Phe Glu Asp He 
210 

Tyr Asp Tyr He 
225 

Cys Gly Glu Lys 

Leu He Leu Phe 
260 

Leu Ser Tyr Arg 
275 

His Gly Lys He 
290 

Val Leu Val Ser 
305 

Glu Met Asp Thr 

Asn Lys He Pro 
340 

Leu Glu His Gly 
355 

Tyr Lys Ser Glu 
370 

Leu Asn Asn Asn 
385 

Met Asn Lys Val 



Leu Asn Asn Met 
5 

Tyr Pro Ser Asp 

Phe Arg He Lys 
40 

Leu Cys Glu Tyr 
55 

Ala Thr Phe Cys 
70 

Gin Glu Val Val 
85 

Ser Asp Phe Ser 

Met Ala Val Asp 
120 

Ser Cys Asp His 
135 

Cys Arg Phe Gly 
150 

Glu Cys Ser Asp 
165 

Pro Asp Phe Pro 

He Glu Leu Glu 
200 

Phe Asp He Glu 
215 

Lys He Lys Val 
230 

Ala Pro Glu Pro 
245 

His Ser Asp Asn 

Ala Ala Gly Asn 
280 

Glu Pro Ser Gin 
295 

Cys Asp Thr Gly 
310 

Phe Gin He Glu 
325 

Thr Cys Lys He 

Leu He Thr Phe 
360 

He Lys Tyr Ser 
375 

Thr Gly He Tyr 
390 

Leu Gly Arg Ser 
405 



Phe Gly Gin lie 
10 

Ser Glu Val Thr 
25 

Leu Tyr Phe Met 

Asp Tyr Val Lys 
60 

Gly Arg Glu Thr 
75 

Leu Ser Pro Gly 
90 

Asn Glu Glu Arg 
105 

Val Asp Glu Cys 

Tyr Cys His Asn 
140 

Tyr He Leu His 
155 

Asn Leu Phe Thr 
170 

Asn Pro Tyr Pro 
185 

Glu Gly Phe Met 

Asp His Pro Glu 
220 

Gly Pro Lys Val 
235 

He Ser Thr Gin 
250 

Ser Gly Glu Asn 
265 

Glu Pro Glu Leu 

Ala Lys Tyr Phe 
300 

Tyr Lys Val Leu 
315 

Cys Leu Lys Asp 
330 

Val Asp Cys Arg 
345 

Ser Thr Arg Asn 

Cys Gin Glu Pro 
380 

Thr Cys Ser Ala 
395 

Leu Pro Thr Cys 
410 



Gin Ser Pro Gly 
15 

Trp Asn lie Thr 
30 

His Phe Asn Leu 
45 

Val Glu Thr Glu 

Thr Asp Thr Glu 
80 

Ser Phe Met Ser 
95 

Phe Thr Gly Phe 
110 

Lys Glu Arg Glu 
125 

Tyr He Gly Gly 

Thr Asp Asn Arg 
160 

Gin Arg Thr Gly 
175 

Lys Ser Ser Glu 
190 

Val Asn Leu Gin 
205 

Val Pro Cys Pro 

Leu Gly Pro Phe 
240 

Ser His Ser Val 
255 

Arg Gly Trp Arg 
270 

Gin Pro Pro Val 
285 

Phe Lys Asp Gin 

Lys Asp Asn Val 
320 

Gly Thr Trp Ser 
335 

Ala Pro Gly Glu 
350 

Asn Leu Thr Thr 
365 

Tyr Tyr Lys Met 

Gin Gly Val Trp 
400 

Leu Pro Val Cys 
415 
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T .01 1 
JJC Ll 


r i u 


Lys 


Phe 


Ser 


At~ct 
rtiy 


Ly3 


Leu 


Met 


Ala 


Arcr 


He 


Phe 


Asn 


Glv 








420 










425 










430 






Arg 


riv 


Ala 


Gin 


Lys 


Glv 
oxy 


Thr 


Thr 


Pro 


Tro 

1 xjy 


He 


Ala 


Met 


Leu 


Ser 


His 






435 










440 










445 








T .pi i 


Asn 


Glv 

oxy 


Gin 


Pro 


Phe 


Cys 


Glv 

vjx y 


Glv 

\jxy 


Ser 


Leu 


Leu 


Glv 


Ser 


Ser 


Trp 




450 










455 










460 










Tl p 

X X c 


Val 


Thr 


Ala 


Ala 


His 


Cvs 


Leu 


His 


Gin 


Ser 


Leu 


Asp 


Pro 


Lvs 


Asd 


465 










470 










475 










480 




Thr 


Leu 


Arg Asp 


Ser 


Asp 


Leu 


Leu 


Ser 


Pro 


Ser 


Asp 


Phe 


Lvs 


He 




















490 










495 




Tl *=» 


Leu 


Gly 


Lys 


His 


Tt*ti 




Leu 


Arcr 


Ser 


Asp 


Glu 


Asn 


Glu 


Gin 


His 








500 










505 










510 






XlC LA 


ril w 
«iy 


val 


Lys 


His 


1 111 


Thr 


Leu 


His 


Pro 


Lys 


Tvr* 
1 yx 


Asp 


Pro 


Asn 


Thr 






515 










520 










525 








Php 




Moil 


Asp 


Val 


Al a 


T .pi 1 


v ctx 


Glu 


Leu 


Leu 


Glu 


Ser 


Pro 


Val 


Leu 














j j 3 










540 










A en 
noil 


Al ^ 

nld 


fllC 


Val 


Met 


riu 


Tip 

X X c 




Leu 


Pro 


Glu 


Gly 


Pro 


Gin 


Gin 


Glu 


545 










550 










555 










560 




Al a 


1*1 G L. 


Val 


He 


Val 


Ser 


Gly 


Trn 


Gly 


Lys 


Gin 


Phe 


Leu 


Gin 


Arg 










565 










570 










575 




Php 


Drr» 


OX Ll 


Thr 


Leu 


Met 


Glu 


He 


Glu 


He 


Pro 


He 


Val 


Asp 


His 


Ser 








580 










585 










590 






1 111. 


Lyo 


Gin 


Lys 


Ala 


1 yx 


Ala 


Pro 


Leu 


Lys 


Lys 


Lys 


Val 


Thr 


Arg 


Asp 






595 










600 










605 








i*lC L. 


Tip 

X X c 




Ala Gly 


Glu 


Lys 


Glu 


Gly 


Gly 


Lys 


Asp 


Ala 


Cys 


Ser 


Glv 

vjxy 




610 










615 










620 










A on 

./AO ky 


Ser 


Gly 


Gly 


Pro 


Met 


Val 


Thr 


Leu 


Asn 


Arg 


Glu 


Arg Gly 


Gin 


Tro 


625 










630 










635 










640 


Tyr 


Leu 


vax 


Gly 


Thr 


vai± 


Ser 


Trp 




ASp 


Asp 


Ly b 


Gly 


Lys 


Lys 












645 










650 










655 




Arg 


Tyr 


Gly 


Val 


Tyr 


Ser 


Tyr 


He 


His 


His 


Asn 


Lys 


Asp 


Trp 


He 


Gin 








660 










665 










670 






Arg 


Val 


Thr 


Gly Val 


Arg 


Asn 
























675 





























<210> 7 
<211> 688 
<212> PRT 

<213> Homo sapiens 



<400> 7 

Ser He Pro He 
1 

Phe Pro Lys Pro 
20 

Val Pro Thr Gly 
35 

Glu Pro Ser Glu 
50 

Lys Lys Ser Leu 
65 

Asn Pro Pro Gly 

Leu Thr Phe His 
100 

Phe Tyr Lys Gly 
115 



Pro Gin Lys Leu 
5 

Tyr Pro Asn Asn 

Tyr Arg Val Lys 
40 

Gly Cys Phe Tyr 
55 

Gly Arg Phe Cys 
70 

Lys Lys Glu Phe 
85 

Thr Asp Phe Ser 

Phe Leu Ala Tyr 
120 



Phe Gly Glu Val 
10 

Phe Glu Thr Thr 
25 

Leu Val Phe Gin 

Asp Tyr Val Lys 
60 

Gly Gin Leu Gly 
75 

Met Ser Gin Gly 
90 

Asn Glu Glu Asn 
105 

Tyr Gin Ala Val 



Thr Ser Pro Leu 
15 

Thr Val He Thr 
30 

Gin Phe Asp Leu 
45 

He Ser Ala Asp 

Ser Pro Leu Gly 
80 

Asn Lys Met Leu 
95 

Gly Thr He Met 
110 

Asp Leu Asp Glu 
125 



Cys 


7\ 1 a 

/via 


Ser 


Arg 


Ser 


Lys 


Ser Gly Glu 


Glu 


Asp 


rr LKJ 




tr JL\J 




bys 




1 in 
Iju 










1 j j 








140 

X *± L/ 












TT -J — 

IllS 


Leu 




Hi q 


nail 


1 yi 


Val Gly Gly Tyr 


IT liC 


Pvq 
bys 


C 0 r~ 

OCX 




A yet 


14c 










150 








155 










160 


Pro 


biy 


iyr 


p.1 |i 

O J. Li 


XjC Li 


P.1 n 


m 1 1 


A c: t~\ A yet 

rto lj t\JL y 


His 


Ser 


P\/Q 


Gin 


Ala 


Glu 


v-y & 










X 0 J 








170 










175 




Ser 


Cor 
OCX. 


VJ7 J. H 


T .^1 1 


iyr 


X iiX 


ul U 


rvl Cl OCX. 


Gly Tyr 


IXC 


ocx 


OCX. 


Leu 


Glu 








180 








1 QC 

loo 










190 






j.yr 


Drn 


rtX y 


Cor 

OCX 


iyr 


Drp 

tr x \J 


XT X \J 


Hsp jueu 


A yrr 


bys 


A on 

noil 


A y r 


C 0 y- 
OCX 










195 










z U U 








205 








Val 


p.i n 

UlU 


Arg 


p.1 w 
uiy 


Leu 




Leu 


H i c T .01 1 
nxo xjcu. 


Lys 


x-*ne 


Leu 


Glu 


Pro 


Phe 


A en 




9i 0 

z x u 










Z 1 D 








220 










lie 


Asp 


Asp 


MIS 


Pl n 

bin 


Pin 

bin 


V Ct X 


nis bys 


Pro 


Tyr 


Asp 


Gin 


Leu 


Gin 


Tip 
lie 


j 










230 








235 










240 


Tyr 


Aia 


Asn 


biy 


Lys 


Asn 


T 1 0 

ne 


pl p 1 » t 

biy blU 


Phe 


Cys 


Gly Lys Gin Arg 


Pro 










T/l C 
Z ft D 








250 










255 




Pro 


Asp 


Leu 


Asp 


Thr 


Ser 


Ser 


Asn Ala 


Val 


Asp 


Leu 


Leu 


Phe 


Phe 


X 11X. 








Ten 
Z D U 








26 5 










270 






Asp 


ulu 


Ser 


Pi 17 

biy 


Asp 


Co v 


Arg 


biy 1 rp 


Lys 


Leu 


Arg 


Tyr 


Thr 


Thr 


Pl 11 

bX Li 






z / _> 










280 








285 








Tl 0 

lie 


Tl 0 

lie 


Lys 


Cys 


Pro 


Pl r\ 

bin 


Pro 


Lys inr 


Leu 


Asp 


Glu 


Phe 


Thr 


T 1 

He 


Tl 
11c 




Z 27U 










z y b 








300 










pi n 
bin 


Asn 


Leu 


Pl n 

bin 


Pro 


Pl n 

bin 


iyr 


Gin Phe 


Arg 


Asp 


Tyr 


Phe 


He 


Ala 


X IiX 












310 








315 










320 


Cys 


Lys 


bin 


pi 
biy 


Tyr 


Pl Tl 

bin 


Leu 


He Glu 


Gly Asn 


Gin 


Val 


Leu 


His 


Ocx 










79c 








330 










335 




DV»o 

trie 


mr 


J\± a. 


Vdl 


Cys 


Pl n 

bin 


Asp 


Asp Gly 


Thr 


Trp 


His 


Arg 


Ala 


Met 










0 *± u 








345 










350 






Arg 


Cys 


Lys 


Tl - 

lie 


Lys 


Asp 


Cys 


Gly Gin 


Pro 


Arg 


Asn 


Leu 


Pro 


Asn 


Pl v 

biy 






■ice 










360 








365 








Asp 


fne 


Arg 


Tyr 


1 nr 


1 nr 


Thr 


Met Gly Val 


Asn 


Thr 


Tyr 


Lys 


A 1 -1 
Rla 


Arg 




70 










375 








380 










Tl 0 

lie 


pl t-» 

bin 


Tyr 


Tyr 


Cys 


HIS 


Glu 


Pro Tyr 


Tyr 


Lys 


Met 


Gin 


Thr 


Arg 


Hla 


J O O 


















395 










400 


pi,, 

biy 


Ser 


Arg 


pi ,. 

blU 


Ser 


r*l 11 
blU 


Gin Gly Val 


Tyr 


Thr 


Cys 


Thr 


Ala 


Gin 


biy 










Ant; 








410 










415 




T 1 0 

ne 


Trp 


Lys 


Asn 


pin 

blU 


Pl n 

bin 


Lys 


Gly Glu 


Lys 


He 


Pro 


Arg 


Cys 


Leu 


Pro 








AO Ci 
** Z U 








425 










430 






vai 


Cys 


biy 


Lys 


Pro 


Val 


Asn 


Pro Val 


Glu 


Gin 


Arg 


Gin 


Arg 


He 


T 1 0 
lie 






4 J D 










440 








445 








Pl ir 

biy 


pi 
biy 


pi -n 
uin 


Lys 


Ala 


Lys 


Met 


Gly Asn 


Phe 


Pro 


Trp 


Gin 


Val 


Phe 


Thr 
X 111 




A c; n 

*± O U 










455 








460 










Asn 


Tip 

lie 


Wi c 
nis 


Pl -v/ 

uiy 


Arg Gly 


Gly Gly Ala 


Leu 


Leu 


Gly Asp Arg 


Trp 


Tl <=* 

X X c 


465 










470 








475 










480 


T.01 1 


l ill. 


A 1 a 


A 1 


His 


Thr 


Leu 


Tyr Pro 


Lys 


Glu 


His 


Glu 


Ala 


Gin 


Cor* 

OCX 










485 








490 










495 




A en 
noil 


M.X d 


OCX. 


T .01 1 
XjC Li 


Asp 


Val 


Phe 


Leu Gly His 


Thr 


Asn 


Val 


Glu 


Glu 


Leu 








500 








505 










510 






1 T 1C L. 


i_iy 0 


T .01 1 
XjC Li 




Asn 


His 


Pro 


He Arg 


Arg 


Val 


Ser 


Val 


His 


Pro 


Asp 






515 










520 








525 








Tyr 


Arg 


Pin 

bin 


Asp 


Glu 


Ser 


Tyr Asn Phe 


Glu Gly 


Asp 


He 


Ala 


Leu 


Leu 




530 










535 








540 










Glu 


Leu 


Glu 


Asn 


Ser 


Val 


Thr Leu Gly 


Pro 


Asn 


Leu 


Leu 


Pro 


He 


Cys 


545 










550 








555 










560 


Leu 


Pro 


Asp 


Asn 


Asp 


Thr 


Phe 


Tyr Asp 


Leu Gly 


Leu 


Met 


Gly Tyr 


Val 










565 








570 










575 




Ser 


Gly 


Phe 


Gly 


Val 


Met 


Glu 


Glu Lys 


He 


Ala 


His 


Asp 


Leu 


Arg 


Phe 



10 



580 585 590 

Val Arg Leu Pro Val Ala Asn Pro Gin Ala Cys Glu Asn Trp Leu Arg 

595 600 605 

Gly Lys Asn Arg Met Asp Val Phe Ser Gin Asn Met Phe Cys Ala Gly 

610 615 620 

His Pro Ser Leu Lys Gin Asp Ala Cys Gin Gly Asp Ser Gly Gly Val 
625 630 635 640 

Phe Ala Val Arg Asp Pro Asn Thr Asp Arg Trp Val Ala Thr Gly lie 

645 650 655 

Val Ser Trp Gly lie Gly Cys Ser Arg Gly Tyr Gly Phe Tyr Thr Lys 

660 665 670 . 

Val Leu Asn Tyr Val Asp Trp lie Lys Lys Glu Met Glu Glu Glu Asp 
675 680 685 



<210> 8 

<211> 673 

<212> PRT 

<213> Homo sapiens 



<400> 8 

Glu Pro Thr Met 
1 

Tyr Pro Ser Glu 
20 

Tyr Gly lie His 
35 

Asn Cys Ala Tyr 
50 

Gly Arg Leu Cys 
65 

Val Glu Glu Phe 

Ser Asp Phe Ser 
100 

Val Ala Thr Asp 
115 

Ser His Phe Cys 
130 

Pro Glu Tyr Phe 
145 

Ser Gly Asp Val 

Tyr Pro Lys Pro 
180 

Leu Glu Lys Gly 
195 

Asp Val Glu Ala 
210 

Phe Val Ala Gly 
225 

Pro Gly Pro Leu 

Phe Gin Thr Asp 
260 

His Gly Asp Pro 
275 

Trp Glu Pro Ala 



Tyr Gly Glu lie 
5 

Val Glu Lys Ser 

Leu Tyr Phe Thr 
40 

Asp Ser Val Gin 
55 

Gly Gin Arg Ser 
70 

Gin Val Pro Tyr 
85 

Asn Glu Glu Arg 

lie Asn Glu Cys 
120 

Asn Asn Phe lie 

135 

Leu His Asp Asp 
150 

Phe Thr Ala Leu 
165 

Tyr Pro Glu Asn 

Phe Gin Val Val 
200 

Ala Asp Ser Ala 
215 

Asp Arg Gin Phe 
230 

Asn lie Glu Thr 
245 

Leu Thr Gly Gin 

Met Pro Cys Pro 
280 

Lys Ala Lys Tyr 



Leu Ser Pro Asn 
10 

Trp Asp lie Glu 

25 

His Leu Asp lie 

lie He Ser Gly 
60 

Ser Asn Asn Pro 
75 

Asn Lys Leu Gin 
90 

Phe Thr Gly Phe 
105 

Thr Asp Phe Val 

Gly Gly Tyr Phe 
140 

Met Lys Asn Cys 
155 

He Gly Glu He 
170 

Ser Arg Cys Glu 
185 

Val Thr Leu Arg 

Gly Asn Cys Leu 
220 

Gly Pro Tyr Cys 
235 

Lys Ser Asn Ala 
250 

Lys Lys Gly Trp 
265 

Lys Glu Asp Thr 
Val Phe Arg Asp 



Tyr Pro Gin Ala 
15 

Val Pro Glu Gly 

30 

Glu Leu Ser Glu 
45 

Asp Thr Glu Glu 

His Ser Pro He 
80 

Val He Phe Lys 
95 

Ala Ala Tyr Tyr 
110 

Asp Val Pro Cys 
125 

Cys Ser Cys Pro 

Gly Val Asn Cys 
160 

Ala Ser Pro Asn 
175 

Tyr Gin He Arg 
190 

Arg Glu Asp Phe 
205 

Asp Ser Leu Val 

Gly His Gly Phe 
240 

Leu Asp He He 
255 

Lys Leu Arg Tyr 
270 

Pro Asn Ser Val 
285 

Val Val Gin He 



11 



290 

Thr Cys Leu Asp 
305 

Ser Phe Tyr Ser 

Leu Lys Cys Gin 
340 

Gly Lys Val Glu 

355 

Tyr Thr Cys Glu 
370 

Glu Tyr His Cys 
385 

Pro Glu Leu Pro 

Phe Glu Glu Lys 
420 

Asn Phe Pro Trp 
435 

Leu lie Asn Glu 
450 

Asn Arg Glu Pro 
465 

Arg Leu Ala Lys 

Pro Gly Trp Lys 
500 

Asn Asp lie Ala 
515 

Thr Val Ser Pro 
530 

Met Asp Gly Asp 
545 

Arg Asp Arg Ala 

Leu Arg Lys Cys 
580 

Glu Ala Tyr Val 
595 

Gly Met Asp Ser 
610 

Asp Pro Asn Asp 
625 

Gly Pro Gin Cys 

Val Asp Trp lie 
660 

Asp 



295 

Gly Phe Glu Val 
310 

Thr Cys Gin Ser 
325 

Pro Val Asp Cys 

Asp Pro Glu Ser 

360 

Glu Pro Tyr Tyr 
375 

Ala Gly Asn Gly 
390 

Lys Cys Val Pro 
405 

Gin Arg He He 

Gin Val Phe Phe 
440 

Tyr Trp Val Leu 
455 

Thr Met Tyr Val 
470 

Ser Lys Met Leu 
485 

Leu Leu Glu Val 

Leu Val Arg Leu 
520 

He Cys Leu Pro 
535 

Leu Gly Leu He 
550 

Val Arg Leu Lys 
565 

Lys Glu Val Lys 

Phe Thr Pro Asn 
600 

Cys Lys Gly Asp 
615 

Lys Thr Lys Phe 
630 

Gly Thr Tyr Gly 
645 

Met Lys Thr Met 



300 

Val Glu Gly Arg 
315 

Asn Gly Lys Trp 
330 

Gly He Pro Glu 
345 

Thr Leu Phe Gly 

Tyr Met Glu Asn 
380 

Ser Trp Val Asn 
395 

Val Cys Gly Val 
410 

Gly Gly Ser Asp 
425 

Asp Asn Pro Trp 

Thr Ala Ala His 
460 

Gly Ser Thr Ser 
475 

Thr Pro Glu His 
490 

Pro Glu Gly Arg 
505 

Lys Asp Pro Val 

Gly Thr Ser Ser 
540 

Ser Gly Trp Gly 
555 

Ala Ala Arg Leu 
570 

Val Glu Lys Pro 
585 

Met lie Cys Ala 

Ser Gly Gly Ala 
620 

Tyr Ala Ala Gly 
635 

Leu Tyr Thr Arg 
650 

Gin Glu Asn Ser 
665 



Val Gly Ala Thr 
320 

Ser Asn Ser Lys 
335 

Ser lie Glu Asn 
350 

Ser Val He Arg 

365 

Gly Gly Gly Gly 

Glu Val Leu Gly 
400 

Pro Arg Glu Pro 
415 

Ala Asp He Lys 
430 

Ala Gly Gly Ala 
445 

Val Val Glu Gly 

Val Gin Thr Ser 
480 

Val Phe lie His 
495 

Thr Asn Phe Asp 
510 

Lys Met Gly Pro 
525 

Asp Tyr Asn Leu 

Arg Thr Glu Lys 
560 

Pro Val Ala Pro 
575 

Thr Ala Asp Ala 
590 

Gly Gly Glu Lys 
605 

Phe Ala Val Gin 

Leu Val Ser Trp 
640 

Val Lys Asn Tyr 
655 

Thr Pro Arg Glu 
670 



